Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.132; data-to-parameter ratio = 23.6.
The title compound, C 14 H 18 ClNO 3 , adopts an extended conformation, with all of the main chain torsion angles associated with the ester and amino groups trans. In the crystal, inversion dimers linked by pairs of N-HÁ Á ÁO hydrogen bonds are observed.
Related literature
For the crystal structure of ethyl 2-acetyl-3-anilinobutanoate, see: Priya et al. (2006) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In the title molecule (Fig. 1) , there are three planar subunits viz. the chlorophenyl amine (C1-C6/N7/Cl1), acetyl (C10/ C11/O12/C13) and ethyl acetate (C10/C14/O15/O16/C17/C18) groups. The chlorophenyl amino ring is inclined at angles of 76.28 (9) and 3.48 (7)° to the acetyl and ethyl acetate groups, respectively, with the acetyl group at an angle of 72.9 (1)°t o the ethyl acetate group. The molecule adopts an extended conformation, with all of the main chain torsion angles associated with the ester and amino groups, i.e. from C18-C17-O16-C14 to C10-C8-N7-C1 lie in the range 157.20 (14)-178.59 (15)°.
In the crystal structure, molecules associate into dimers through intermolecular N-H···O hydrogen bonds (Table 1 ). The hydrogen-bonded centrosymmetric dimers are characterized by an R 2 2 (12) ring motif ( Fig. 2) (Bernstein et al., 1995) .
A mixture of acetaldehyde (22.5 ml), ethyl acetoacetate (6.3 ml) and aniline (6.5 ml) was placed in a round bottomed flask.
The contents were stirred at 273 K to 278 K for about 5 h under nitrogen atmosphere. A paste-like solid was formed, which was initially washed with benzene, then chloroform and then extracted with diethyl ether. The extract allowed to evaporate at room temperature yielded the product with crystalline nature. The resulting compound was recrystallized from diethyl ether (yield 88%, m. p. 357 K).
Refinement
The amino H atom was located in a difference map and was refined isotropically. The remaining H atoms were placed in calculated positions and allowed to ride on their carrier atoms, with C-H = 0.93-0.98 Å and U iso (H) = 1.2U eq (C) and 1.5U eq (C methyl ).
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure of the title compound, showing 30% probability displacement ellipsoids and the atom-numbering scheme. Primary atom site location: structure-invariant direct methods Extinction correction: none 
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